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I GTCGACGGCC ATTACCAATC GCGACCGGGA AGAACACAAT 

" ' GGATCTGGTG CTAAAAAGAT GCCTTCTTCA TTTGGCTGTG 

ATAGGTGCTT TGCTGGCTGT GGGGGCTACA AAAGTACCCA 

GAAACCAGGA CTGGCTTGGT GTCTCAAGGC AACTCAGAAC 160 

CAAAGCCTGG AACAGGCAGC TGTATCCAGA GTGGACAGAA 200 

GCCCAGAGAC TTGACTGCTG GAGAGGTGGT CAAGTGTCCC 240 

TCAAGGTCAG TAATGATGGG CCTACACTGA TTGGTGCAAA 280 

TGCCTCCTTC TCTATTGCCT TGAACTTCCC TGGAAGCCAA 320 

AAGGTATTGC CAGATGGGCA GGTTATCTGG GTCAACAATA 360 

CCATCATCAA TGGGAGCCAG GTGTGGGGAG GACAGCCAGT 400 

GTATCCCCAG GAAACTGACG ATGCCTGCAT CTTCCCTGAT 440 

GGTGGACCTT GCCCATCTGG CTCTTGGTCT CAGAAGAGAA 480 

GCTTTGTTTA TGTCTGGAAG ACCTGGGGCC AATACTGGCA 520 

ATTTCTAGGG GGCCCAGTGT CTGGGCTGAG CATTGGGACA 560 

"'^ GGCAGGGCAA TGCTGGGCAC ACACACCATG GAAGTGACTG 600 

TCTACCATCG CCGGGGATCC CGGAGCTATG TGCCTCTTGC 640 

TCATTCCAGC TCAGCCTTCA CCATTACTGA CCAGGTGCCT 680 

TTCTCCGTGA GCGTGTCCCA GTTGCGGGCC TTGGATGGAG 720 

GGAACAAGCA CTTCCTGAGA AATCAGCCTC TGACCTTTGC 760 

CCTCCAGCTC CATGACCCCA GTGGCTATCT GGCTGAAGCT 800 

GACCTCTCCT ACACCTGGGA CTTTGGAGAC AGTAGTGGAA 840 

CCCTGATCTC TCGGGCACTT GTGGTCACTC ATACTTACCT 880 

GGAGCCTGGC CCAGTCACTG CCCAGGTGGT CCTGCAGGCT 920 

GCCATTCCTC TCACCTCCTG TGGCTCCTCC CCAGTTCCAG 960 

GCACCACAGA TGGGCACAGG CCAACTGCAG AGGCCCCTAA 1000 

CACCACAGCT GGCCAAGTGC CTACTACAGA AGTTGTGGGT 1040 

ACTACACCTG GTCAGGCGCC AACTGCAGAG CCCTCTGGAA 1080 
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FIGURE 4 (continued) 
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1 MDLVLKRCLL HLAVIGAUIA VGATKVPRNQ DWIiGVSRQLR TKAWNRQLYP 

51 EWTEAQRLDC WRGGQVSLKV SNDGPTLIGA NASFSIALNF PGSQKVLPDG 

101 QVIWVNNTII NGSQVWGGQP VYPQETDDAC IFPDGGPCPS GSWSQKRSFV 

151 YVWKTWGQYW QFLGGPVSGL SIGTGRAMLG THTMEVTVYH RRGSRSYVPL 

201 AHSSSAFTIT DQVPFSVSVS QLRAXiDGGNK HFLRNQPLTF ALQLHDPSGY 

251 LAEADLSYTW DFGDSSGTLI SRALWTHTY LEPGPVTAQV VLQAAIPLTS 

301 CGSS PVPG TT DGHRPTAEAP NTTAGQVPTT EWGTTPGQA PTAEPSGTTS 

351 VQVPTTEVIS TAPVQMPTAE STGMTPEKVP VSEVMGTTLA EMSTPEATGM 

401 TPAEVSIWL SGTTAAQVTT TEWVETTARE LPIPEPEGPD ASSIMSTESI 

451 TGSIiG PIJTC TATLRLV KRO VPIiDCVLYRY GSFSVTLDIV QGIESAEILQ 

501 AVPSGEGDAF ELTVSCQGGL PKEACMEISS PGCQPPAORL CQPVLPSPAC 

551 QLVLHQILKG GSGTYCIiNVS LADTNSLAW STQLIMPGQE AGLGQVPLIV 

601 GILLVIMAVV LASLIYRRRL MKQDFSVPQL PHSSSHWLRL PRIFCSCPIG 

651 ENSPLLSGQQ V 
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